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NCBI Sequence Display Tools

Sequence Viewer
• Online 

• Display NCBI

• Import your data

• Customize the display

• Search, pan, zoom

• Display a single accession

• BLAST analysis

• Export high quality PDF

• API to embed tool in any 
website 

Genome Workbench
• Downloadable application

• Display NCBI data

• Import your data

• Customize the display 

• Search, pan, zoom

• Load a whole genome

• BLAST analysis

• More analysis and display 
options than Sequence 
Viewer
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Sequence Viewer (sviewer)

• Used to display:

• Genome annotation
• Alignments
• Histograms
• BED, WIG, GFF

• Features:

• Search, Zoom, Pan, Add tracks
• Click/drag to move tracks
• Compare objects (discover differences)
• Generate, or Import, BLAST results
• Import local data
• Download sequence
• Download high resolution PDF

www.ncbi.nlm.nih.gov/tools/sviewer/

A general purpose tool for online 
viewing of sequence, annotation, 
alignments, graphs.
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Configuring the display

Select track group (‘Genes’) or Search for tracks.
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Configuring the display

Select track group (‘Genes’) or Search for tracks.

Load BLAST RID or import custom data.



National Center for Biotechnology Information

Human MMP28 gene (GeneID:79148 ), chromosome 17, 
GRCh38 primary assembly 

Loaded BLAST RIDs
mouse Mmp28
NM_172797.2
NM_080453.2

cow MMP28
XM_002695649.3
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Zoom to sequence, add markers
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Displaying submitted Map Data

www.ncbi.nlm.nih.gov/nuccore/MAP_000012

Follow the ‘Graphics’ link 
in Nucleotide & Protein
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Analyze
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Download
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Download

Make a figure
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Make a figure
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BLAST 
Arabidopsis thaliana NHX8 gene
• Click-drag on sequence coordinate line to select range
• Tools Menu -> BLAST Search (Selection)
• Tools Menu -> Primer BLAST (Selection)

BLAST results

Primer pairs
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Epigenomics

Configuration options at left, 
and bottom
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GEO Genome Data Viewer (GDV)

• Look for link on Geo Dataset pages 

• Search GEO Datasets:

“gds seqannot”[Filter] AND gsm[entry type]

GSM1036135 (mouse ChIP-seq H3K4me2, embryonic cortex)

www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSM1036135
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Genome Workbench (gbench)
www.ncbi.nlm.nih.gov/tools/gbench/
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Genome Workbench

• Compiled for several operating systems

• Used to display:
• Genome annotation
• Alignments
• Histograms
• BED, WIG, GFF

• Features:
• Search, Pan, Zoom
• Configure the display 
• Run BLAST
• View annotation tracks, multiple alignments
• Generate and display phylogenetic trees
• Import local data in a variety of formats
• Merge NCBI data with uploaded private data to view 

both together

An application for viewing and 
analyzing sequence data from 
NCBI databases, or upload 
your data for analysis

www.ncbi.nlm.nih.gov/tools/gbench/
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General layout

Project Tree shows loaded data

Search for features, search the sequence, search for open reading frames
Monitor the progress of analysis tasks

Data display area
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General layout

Project Tree shows loaded data

Search for features, search the sequence, search for open reading frames
Monitor the progress of analysis tasks

Data display area
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Load a set of protein accession.version numbers
Select accessions to include in your analysis
Select the analysis option from the Tool menu
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Load a set of protein accession.version numbers
Select accessions to include in your analysis
Select  analysis option from the Tool menu
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Display the phylogenetic tree calculated 
from selected CELF proteins.
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Search
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Multiple sequence alignment
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Quick zoom: ‘Control-V’+ mouse



National Center for Biotechnology Information

Multi-pane cross alignment view
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• Align NC_015011.1 x NC_015011.2

• Turkey_2.01 x Turkey_5.0

• Improved annotation of FGD6

Turkey_5.0
Turkey_2.01
Turkey_5.0

Turkey_2.01
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NCBI Sequence Display Tools

Sequence Viewer
• Online 

• Display NCBI

• Import your data

• Customize the display

• Search, pan, zoom

• Display a single accession

• Analysis tools

• Export high quality PDF

• API to embed tool in any 
website 

Genome Workbench
• Downloadable application

• Display NCBI data

• Import your data

• Customize the display 

• Search, pan, zoom

• Load a whole genome

• Analysis tools

• More analysis and display 
options than Sequence 
Viewer
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NCBI Posters (Titles paraphrased)

• P0051: Eukaryotic Genome Annotation Pipeline

• P0791: Genomic Resources for Arabidopsis Research

• P1105: From Genes to Genomes

• P1109: dbSNP and dbVAR

• P1112: Submissions to NCBI Sequence Repositories

• P1115: Annotation of Laurasitheria Genomes

• P1120: Resources for Plant Genomics

• P1142: Sequence Viewer and Genome Workbench
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NCBI Genome Resources Workshop
• 12:50– 1:15 Improving the Flow of Data to National Center of 

Biotechnology Information Sequence Repositories, SRA and 
Genbank
Ilene Mizrachi

• 1:15– 1:40 Variation at NCBI: Resources, Tools and Submissions
Jennifer Lee

• 1:40– 2:05 Update on the Eukaryotic Genome Annotation 
Pipeline
Francoise Thibaud-Nissen

• 2:05– 2:30 From Genes to Genomes – New Features and Data 
Access 
Kim D. Pruitt

• 2:30– 2:50 Annual Report
Tatiana Tatusova

• 2:50-3:10  Questions & Discussion Visit NCBI Booth 618
info@ncbi.nlm.nih.gov


